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1 1-1 Mum  (FAMITEM) 11A138 0.13
2 1-2 Bm  |FAMITE2) 11A138 0.13
3 1-3 Mum  (FAMITEG) 11A138 0.21
4 1-4 Bm  |FAMITEG) 11A138 0.49
5 1-5 Mu®  (FAMITEG) 11A138 0.15
6 1-6 s | FAMITHEG) 11A138 0.12
7 1-7 Mu® (FABITE®) 11A178 0.17
8 1-8 Mum  [RF2THM) 118138 0.13
9 1-9 Mu®  [RR2TH(2) 11A138 0.15
10 | 1-10 LT |/NRE4TE) 11A138 0.13
11 2-1 Mum  (FAM2TH) 11A168 0.17
12 2-2 Bm | FAM2TH(2) 11A16R 0.22
13 2-3 Mum  (FAMITE®) 11A168 0.14
14 2-4 s |FAMITHE9) 11A168 0.17
15 2-5 Bt |[FAMITEOO) 11A168 0.20
16 2-6 Bud (FAMITEOD 11A16R 0.12
17 2-7 Mum  [RR2TH®) 11A178 0.22
18 2-8 Mum  ([RFR2THM&) 11A178 0.13
19 2-9 Mu®  [RR2TH(®) 11A178 0.14
20 2-10 MLt [/NERE4TE(2) 11A138 0.13
21 3-1 Mum  [FAM2TH3) 11A168 0.18
22 3-2 Bm | FAM2TH4) 11A16R 0.14
23 3-3 Mu®  (FAM2THG) 11A168 0.17
24 3-4 Mm  |FAM2THG6) 11A16R 0.12
25 3-5 Mum  (FAM2TH) 11A168 0.12
26 3-6 Mm  |FAM2TH () 11A138 0.12
27 3-7 Mu®  [RR2TH(6) 11A138 0.15
28 3-8 Mum  [RFR2TEHG) 11A138 0.15
29 3-9 Mu®  [/NEHATES) 11A138 0.15
30 3-10 MLt |/NERE4TE @A) 11A138 0.09
31 4-1 M [LeE1) 11A178 0.19
32 4-2 AL (g (2) 11A178 0.16
33 4-3 Mum  (FAM2TH(9) 11A178 0.16
34 4-4 wwud |[FAM2TEOO0) 11A16R 0.11
35 4-5 B |[FAM2TEO 11A168 0.15
36 4-6 wud |[FAM2TEO2) 11A178 0.15
37 4-7 T [RR2TH(®) 11A178 0.09
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38 4-8 Mu®  [RR2TH() 11A178 0.12
39 4-9 ML /NERESTBM) 11A178 0.11
40 4-10 Mu®  [/NEESTH(2) 11A178 0.11
4 5-1 AL I (3) 11A168 0.31
42 5-2 M [ (4) 11A168 0.16
43 5-3 AL I (5) 11A168 0.11
44 5-4 M [EIEKD) 11A168 0.13
45 5-5 M [HIEK2) 11A178 0.12
46 5-6 Mu®  |[R=2THQ(0) 11A178 0.14
47 5-7 MUt ([RKR2TEA1 11A178 0.17
48 5-8 Mu®  |[RR2THO2) 11A178 0.10
49 5-9 MLt |/NERESTHE(3) 11A178 0.08
50 5-10 Mu®  [/NEEHSTE(4) 11A178 0.11
51 6-1 wwd (2R 11A168 0.13
52 6-2 Mum [2E(2) 11A168 0.09
53 6-3 B [HIEKE) 11A16R 0.18
54 6-4 M [HIEK4) 11A168 0.11
55 6-5 B [HIEKG) 11A178 0.13
56 6-6 s [E1THEO) 11A178 0.10
57 6-7 MUt [RKR2TEO3) 11A178 0.10
58 6-8 Mu®  |[RR2TEHO4) 11A178 0.08
59 6-9 Mum  [FREEA) 11A178 0.13
60 6-10 L™ (RBETEHLATEM) 11A178 0.09
61 7-1 Bd [BEQ) 11A16R 0.10
62 7-2 BMum  [(BE4) 11A168 0.09
63 7-3 Bud 2R G) 11A16R 0.11
64 7-4 M [HIEKE) 11A168 0.11
65 7-5 B [HIEKT) 11A16R 0.12
66 7-6 M [E1TH(Q2) 11A178 0.14
67 7-7 BMum  [E1ITHE@®) 11A168 0.16
68 7-8 Mum  [REAQ) 11A178 0.16
69 7-9 Mum  [FREEQ) 11A178 0.12
70 7-10 ML (RBETEHILITHE(2) 11A178 0.12
7 8-1 wud |[BE(6) 11A16R 0.14
72 8-2 Mum (2R 11A168 0.08
73 8-3 wud [BE(8) 11A16R 0.09
74 8-4 A R 11A168 0.19
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75 8-5 M [HIEKE) 11A168 0.30
76 8-6 BMum  [E1TH@) 11A178 0.13
77 8-7 Al [E1TH(®G) 11A168 0.17
78 8-8 Mum  |[FREEG) 11A178 0.09
79 8-9 L™ [REAG) 11A178 0.09
80 8-10 Mum  [FREEG®G) 11A178 0.09
81 9-1 ML [BEM 11A168 0.11
82 9-2 B |(HER) 11A168 0.13
83 9-3 A JUmE2) 11A168 0.10
84 9-4 Bl (JUREC3) 11A168 0.14
85 9-5 BMlm [E1TH() 11A168 0.16
86 9-6 Mum  (EITE®) 11A168 0.22
87 9-7 Alm (E1TH(8) 11A168 0.10
88 9-8 Mum  [FREBEG) 11A178 0.11
89 9-9 BMLm  |[REA®) 11A178 0.08
90 | 9-10 L™  (RBETEHWITHE®) 11A178 0.14
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