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R7.11 Rhinovirus sp. R7.9 SRR % 107% kg BIRER K
R7.11 Parainfluenzavirus 4 R7.9 AHLEREL 3% g8 BIRER K
R7.11 Adenovirus 1 R7.9 AMERER 67% 7 SMWEEHLVE
Coxsackievirus A4 _ o e
R7.11 R7.10 SEIREE % 25% 2 SIREEHLVE
Rhinovirus sp.
R7.11 RSvirus A R7.10 mEEREI X 548 2 SWEEH LK
Coxsackievirus A4 . e
R7.11 R7.10 AMHLERER 4% = BIREER L&
Rhinovirus sp.
R7.11 SARS-CoV-2(%"/ L\ FRHT I TE FEE) R7.10 COVID-19/% 4 4E 67% = SWEEH LK
Parainfluenzavirus 2 e
R7.11 R7.10 SEREXL 4% = SIREEHLVE
Parainfluenzavirus 3
R7.11 Rhinovirus sp. R7.10 SEIREE 2i% g SWEEH LK
R7.11 Parainfluenzavirus 2 R7.10 SEIHEE & 13i% E:) SIREERLVE
R7.11 Influenza virusA(H3) R7.10 AVTILIUHAR 5% 7 SWEEH LK
R7.11 Rhinovirus sp. R7.10 K[REIZ& 135% 2] IREEHLL VK
R7.11 Rhinovirus sp. R7.10 RS EX X 3% B BIREER LK
R7.11 RSvirus B R7.10 RS™ A JL AR LSE 1% z SWEH K
R7.11 SARS-CoV-2(PQ.25) R7.10 COVID-19 547% g IHEER L ViR
R7.11 Rhinovirus sp. R7.10 FHEX, LXEL 1148 = IHEER L ViR
Echovirus 3 . .
R7.11 R7.10 FRER 4% 2 IHEER L ViR
Rhinovirus sp.
RSvirus B .
R7.11 R7.10 it ¢ 25% = TREEHIL VR
Rhinovirus sp.
R7.11 SARS-CoV-2(%"/ LR HT I TE T EE) R7.10 SHEESER 04 A 2 TREEHIL VR
R7.11 Coxsackievirus A4 R7.10 AR F—F 1% £ TREEHIL VR
R7.11 Rhinovirus sp. R7.10 SMEESER 5% 2 IHEER L ViR
R7.11 Rhinovirus sp. R7.10 LTRE% 3% 2 THEER L ViR
R7.11 Rhinovirus sp. R7.10 LTRE% 1148 = IHEEHR L ViR
R7.11 Rhinovirus sp. R7.10 SEXX. WA 67% = IHEER L ViR
R7.11 Rhinovirus sp. R7.10 AMLEREX 2R = IHEER L ViR
R7.11 Adenovirus 6 R7.10 SMESER 1% = IHEEHR L ViR
Coxsackievirus A2 . .
R7.11 R7.10 FRER 15 = IHEEHR LR
Rhinovirus sp.
R7.11 Coxsackievirus A4 R7.10 ERER 1% E: THEER L ViR
Coxsackievirus A4 . .
R7.11 R7.10 SMEERER 17 2 IHEEHR L ViR
Rhinovirus sp.
R7.11 Rhinovirus sp. R7.10 IREX. PER 1% 2] IHEER L ViR
R7.11 Rhinovirus sp. R7.10 HEMREI X 3% = TREEHL LV
R7.11 Coxsackievirus A4 R7.10 RV IWAVE = 3% 8 TRHEEHL VR
R7.11 Coxsackievirus A4 R7.10 AR F—F 25% = TRHEEHL VR
R7.11 Coxsackievirus A4 R7.10 AR F—F 15% = TRHEEHL VR
R7.11 RSvirus B R7.10 ANILIRUF—F 17 2 TREEHL VR
R7.11 RSvirus B R7.10 RS™AJLR 15 = TRHEEHL VR
R7.11 RSvirus B R7.10 RS™AJLR 15 = TRHEEHL VR
Coxsackievirus A4 o .
R7.11 R7.10 ANILIRUF—F 17 2 TRHEEHL VR
Rhinovirus sp.




R7.11 SARS-CoV-2(4"/ LA #I| E T 8E) R7.10 EREX 357 8 TREEHLLVR
R7.11 SARS-CoV-2(PQ.2.5) R7.10 FEOAOF I RBRREE 627% = TREEHLLVR
R7.11 SARS-CoV-2(7" / LFEMTHIE T8 R7.10 FRIAOF VAL RRBREAE (AHELGHE) 367% 8 TREEHL VK
R7.11 SARS-CoV-2(PQ.2) R7.10 FEOAOF I RBRRAE 187 = TREEHLLVR
R7.11 Influenza virusA(H3) R7.10 AT IIUHFA(HELIGHE) 457 8 TREEHLLVR
R7.11 Influenza virusA(H3) R7.10 AT ILIUHFAR 435% = TREEHLL VR
R7.11 RSvirus B R7.10 SMErRER 637% = TREEHLLVR
R7.11 SARS-CoV-2(NB.1.8.1) R7.10 FEOAOF I RBRRAE 867% xz TREEHLLVR
R7.11 SARS-CoV-2(PQ.2.5) R7.10 FEAOF VI RABRRAE 475 8 IREEHL VR
R7.11 SARS-CoV-2(PQ.17) R7.10 FEAOF VI RABRRAE 557% 8 TREEHL VR
R7.11 Influenza virusA(H3) R7.10 AV TILIUHA 145% 8 IREEHLL VR
R7.11 SARS-CoV-2(7" / L\FEMTHIE T &E R7.10 COVID-19 2% 8 LEEE ARV
R7.11 Influenza virusA(H3) R7.10 Flu A 9% 8 IREEHL VR
R7.11 Influenza virusA(H3) R7.10 Flu A 5% 8 TREEHL VR
R7.11 Parainfluenzavirus 2 R7.10 ARI 32i% 8 IREEHLL VR
R7.11 SARS-CoV-2(PQ.13) R7.10 COoVID19 987% 8 IREEHL VR
R7.11 Rhinovirus sp. R7.10 fifi ¢ 4475 8 IREEHLL VR
R7.11 Rhinovirus sp. R7.10 SR AR RS E 175% 8 IREEHLL VR
R7.11 RSvirus A R7.10 ARI 82/% 8 IREEHL VR
R7.11 SARS-CoV-2(PQ.1.2) R7.10 COoVID19 557% 8 IREEHL VR
R7.11 Rhinovirus sp. R7.10 ARI 357% % UEEERAY:
R7.11 Rhinovirus sp. R7.10 ARI 23i% % UEEERAY:
R7.11 SARS-CoV-2(PQ.17) R7.10 COVID19 427 8 LEEERARY:
R7.11 RSvirus B R7.10 ARI 4675 xz IREEHL VR
R7.11 Rhinovirus sp. R7.10 RN 25 R R IE 175% £ IREEHL VR
R7.11 SARS-CoV-2(PQ.17) R7.10 COVID19 52 8 LEEERARY:
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