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R7.10 SARS-CoV-2(7"/ LT HIE T HE) R7.9 COVID-19 3% % SIRERLE
R7.10 Rhinovirus sp. R7.9 SMEIRTE % 45% B SIRERLE
R7.10 RSvirus A R7.9 AMERER 4% B SIRERLE
R7.10 Rhinovirus sp. R7.9 SMERER BEHEERRX 8x A B SWEEH LK
R7.10 Pareinfluenzavirus 3 R7.9 At ERER RREURS 105 A x| BRERLR
Rhinovirus sp.
R7.10 Rhinovirus sp. R7.9 A MEIREE R 1% B SWEEH LK
R7.10 Rhinovirus sp. R7.9 AHREXR 2i% %z SWEEH LK
R7.10 Parainfluenzavirus 4 R7.9 [EXH 1% SWEEH LK
Human rhinovirus/enterovirus
R7.10 Echovirus 18 R7.9 [EXHK 4% %z SWEEH LK
R7.10 RSvirus A R7.9 AMERER 1% = SWEEH LK
RSvirus A
R7.10 Rhinovirus sp. R7.9 ANV F—F, 2PEIEEE % 97 B ko TREEHRIL VR
Coxsackievirus A4
SARS-CoV-2(%"/ LR #T I E T EE) R7.9 AMLESER 3% £ SWEH K
R1-10 Rhinovirus sp. R7.9 SMERERX 3% E:) BIRERE
R7.10 Rovirus A R7.9 RS RESRSE, Stk E @ik 1% % | REERORE
Rhinovirus sp.
R7.10 Rhinovirus sp. R7.9 AMERER 12i% B SWEH K
R7.10 RSvirus A R7.9 RSOAIIARREIE, S LERER 15% x SWEH K
R7.10 Rhinovirus sp. R7.9 AHREXR 2i% % SWEH K
R7.10 Human herpesvirus 4 R7.9 (Rt B ERIE 9% © IREEHLL VK
R7.10 Coxsackievirus A4 R7.9 ARI 397% 2} TREEHIL VR
R7.10 SARS-CoV-2(7 / LRHHTHIEAHE) R7.9 ARI 27i% 2} TREEHIL VR
Rhinovirus sp.
R7.10 SARS Cov-2(PQ2.1) R7.9 COVID-19 708 8 IBEEL LN
Rhinovirus sp.
R7.10 SARS-CoV-2(PQ.17.1) R7.9 COVID-19 358% %z IREEH L ViR
R7.10 SARS-CoV-2(PQ.2) R7.9 COVID-19 807%% £ IREEH L ViR
R7.10 RSvirus B R7.9 R[EXH 1% %z TREEHRLL VR
R7.10 Rhinovirus sp. R7.9 SRR, hEx 1% %z TREEHLL VR
R7.10 Rhinovirus sp. R7.9 R 1% %z TREEHRLL VR
R7.10 Rhinovirus sp. R7.9 R 107 A £ TREEHRLL VR
R7.10 Rhinovirus sp. R7.9 IIN—TEIRE 3% %z TREEHRLL VR
R7.10 SARS-CoV-2(%7" / L\FEHTITE T HE) R7.9 R 2% %z TREEHLL VR
R7.10 Rhinovirus sp. R7.9 BMEPEHR 1% %z TREEHRLL VR
R7.10 Rhinovirus sp. R7.9 R 1% %z TREEHRLL VR
R7.10 RSvirus A R7.9 RS A JL A& GE 1% £ TREEHRLL VR
Rhinovirus sp. _
R7.10 R7.9 R[EXH 1% £ THEBHL VR
Adenovirus 2
R7.10 Echovirus 18 R7.9 FRER 147 A = THEBHL VR
R7.10 Rhinovirus sp. R7.9 LREX 1078 z TREER LR
R7.10 Coxsackievirus A4 R7.9 LREX 15% 5 TREER LR
R7.10 Rhinovirus sp. R7.9 2IRE % 2% 5 TREER LR
R7.10 RSvirus B R7.9 FRER 258 £ THEBHL VR
R7.10 Rhinovirus sp. R7.9 Rk 1% L) TREEHRL V&R




R7.10 RSvirus A R7.9 SHERER 15 x TREEHL VK
R7.10 Rhinovirus sp. R7.9 A ERER 1147 A x TREEHL VK
R7.10 Parainfluenzavirus 4 R7.9 fSEX% 157% 5 THEEH L V&R
R7.10 Echovirus 3 R7.9 SHERER 15 3 THEEHL V&
R7.10 Rhinovirus s R7.9 FRiE% 15% z LEEERAAY:
Echovirus 3
R7.10 Rhinovirus sp. R7.9 St bR 1% B | WEALE
Echovirus 3
R7.10 Echovirus 18 R7.9 LA L ADEEN 17 A B #uE
R7.10 Echovirus 18 R7.9 FREORK 15 = TREEHL VR
R7.10 Rovius B R7.9 FROM 2% 5 | WEHLE
Echovirus 18
R7.10 Coxsackievirus A4 R7.9 NN F—ForBHEFRD 15% = THEER LR
R7.10 Echovirus 18 R7.9 FRORK 25% B THEEH L&
R710 SARS-CoV-2(%"/ LR HT I E FEE) R79 JEp— - 5 .
RSvirus A
R7.10 SARS-CoV-2(%"/ LR HT I E FEE) R7.9 SMSEXL 105% " TREEHL VR
R7.10 SARS-CoV-2(NB.1.8.1) R7.9 FEOOF VAW RRBREE 687% 3 TREEHL VR
R710 SARS-CoV-2(%"/ L fRHT I TE FEE) R79 PR — 5 .
RSvirus B
R7.10 RSvirus B R7.9 AMERER 667% = IREEHL VR
rig [ SARSCNVATILRATHETE | g Bt LB nE | B | wERLE
Rhinovirus sp.
R7.10 SARS-CoV-2(PQ.18) R7.9 FEROOF VAN RRBREE 347% = TREEHL VR
R7.10 SARS-CoV-2(PQ.14) R7.9 FEROOF VAN RRBREE 187% = TREEHL VR
R7.10 SARS-CoV-2(PQ.8) R7.9 FEROOF VAN RRBREE 37i% 5 TREEHL VR
R7.10 SARS-CoV-2(PQ.2) R7.9 FEROOF VAN RRBREE 33 5 TREEHL VR
R7.10 SARS-CoV-2(PQ.1.2) R7.9 FEROOF VAN RRBREE 627% = TREEHL VR
R7.10 SARS-CoV-2(PQ.14) R7.9 FEROOF VAN RRBREE 187% 5 TREEHL VR
R7.10 RSvirus B R7.9 AMERER 605% E: IREEHL VR
R7.10 Rhinovirus sp. R7.10 AMERER 755% = IREEHL VR
R7.10 RSvirus B R7.10 ERER 215 E: IREEHL VR
R7.10 Rhinovirus sp. R7.10 TRER 4285 = THEEHL VR
R7.10 Adenovirus 54 R7.9 AT ALER X 375% 8 bt ErAAY:
R7.10 SARS-CoV-2NB1 8.1 R7.9 COVID-19 15 2 TREEIKL V&
Rhinovirus sp.
R7.10 RSvirus A R7.9 RSV 485 % IREEH L ViR
R7.10 SARS-CoV-2(PQ.17) R7.9 COVID-19 28% £ IREEH L ViR
R7.10 Influenza virusA(H3) R7.9 FIuA 187% kg IREEHL V&R
R7.10 Adenovirus 54 R7.9 7T/ 28% £ THEEHL VR
R7.10 Adenovirus 2 R7.9 SR BB 7% B #E
R7.10 SARS-CoV-2(PQ.2.1) R7.9 COVID19 507% £ IREEH L ViR
R7.10 Parainfluenzavirus 3 R7.9 BIENF IR 35 R E 507% 5 TREER LR
R7.10 Influenza virusA(H1pdm09) R7.9 AVTILIUHFAR 52% B IREEHL V&R
R7.10 SARS-CoV-2(NB.1.8.1) R7.9 COVID19 468% £ IREEH LV
R7.10 SARS-CoV-2(PQ.2.1) R7.9 COVID19 667% %z IREEH LV
R7.10 RSvirus B R7.9 ARI 478 = THEBHL VR
R7.10 RSvirus B R7.9 ARI -+ = THEBHL VR
R7.10 SARS-CoV-2(PQ.12) R7.9 COVID19 488% £ IREEH LV
R7.10 RSvirus B R7.9 SEREIR 2R R A 435% 8 THEBHL VR
R7.10 Rhinovirus sp. R7.9 ARI 675% = THEEH LR
R7.10 SARS-CoV-2(NY.24) R7.9 COVID19 278% £ IREEH LV




R7.10 SARS-CoV-2(NB.1.8.1) R7.9 COVID19 687% x THEEHL V&
R7.10 SARS-CoV-2(%" / LB AT $I FE T RE) R7.9 ARI 175% ko THEEH LR
R7.10 SARS-CoV-2(NB.1.8.1) R7.9 COVID19 617% x THEEHL V&
R7.10 SARS-CoV-2(PQ.17) R7.9 COVID19 21%% 2] THEEHL V&
SARS-CoV-2(5"/ L fR#T I E T &E
R7.10 V2T LR HIE L) R7.9 DN IR 35 RS E 345% = THEEHL V&
Rhinovirus sp.
R7.10 RSvirus A R7.9 RSt % 15% = THEEHL V&
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