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1 AMETER Parainfluenzavirus 3 3LE  [1ERE | REERLVK
2 |amrsEx Adenovirus 2 B | 14k |REsEROE
Rhinovirus sp.
SMLEFER Rhinovirus sp. 3158 1-45% |SEERE
SEIRBE % Rhinovirus sp. 3138 10X |2MEEERLE
5 |emmmEx s Adenovins 2 328 | 1-48 |BIREELE
Rhinovirus sp.
6 SHERELR Rhinovirus sp. 3238 155K | SRR VR
7 AMREEX ESERXR Adenovirus 2 32;B | 1mRE | BIEER LR
8 SHERELR Rhinovirus sp. 33:8 1-4i% |SIRERLVE
9 AMREXR Parainfluenzavirus 4 3338 1-4i% |BIRERLVR
10 S ERER SARS-CoV-2(PQ.14) 3B | 1AEKM | RIFER LR
11 RS A )L AR fE RSvirus A 338 1-4i% |RWERE
12 AMETER Human rhinovirus/enterovirus 333E 1-4i% |2WERLE
13 anraEs RSvirus A B | 148 |BREHLL R
Parainfluenzavirus 4
14 SHERER RSvirus B 4B | 1-4R% |RIBSERLVE
15 S2HETER Human rhinovirus/enterovirus 3558 1-45% | SIRER K
16 SEIREE 2 SARS-CoV-2(PQ.1) 35 | 1-4i% |RIBEEELVR
17 COVID-19 SARS-CoV-2(PQ.1) 3338 40X [IHERHLL R
18 ARIEELD RSvirus B 3538 504 |MREEHILVE
19 RSTAIL AR ER K RSvirus A 32:B | 1-48% |MREERLVE
20 |RSUAILREELIE Rovirus A 328 | 1-48% |BEERLLE
Rhinovirus sp.
21 EREH Rhinovirus sp. 328 | 1-4% |"EEERLVE
22 EFREX Rhinovirus sp. 328 |1mkiE|EEEI LR
23 RSVAIAKRER & RSvirus A 32:E | 1-4i% |BEERLVE
24 EREX Rhinovirus sp. 33@ | 1-45% |IREEHRLVE
25 EXmE Parainfluenzavirus 4 33:8 1-45% |IHEEHRLVE
26 EREX Rhinovirus sp. 33@ | 1-45% |IREEHRLVE
27 =N REEDN Rhinovirus sp. 33:8 1-45% |IHEEHRLVE
28 RS™ A JL A i 2% RSvirus A 33 | 1-4i% |WEEELVE
29 RSVAIAKER & RSvirus A 34 | 1-47% |MEEERLVE
30 Bk SETIEE Parainfluenzavirus 4 3438 -4 IREBR L
Rhinovirus sp.
31 TT /4L ANREE % Adenovirus 1 34;8 5-95% |HEEIALVE
32 EXWE LERER Rhinovirus sp. 34;8 1-45% |IHEEHRLVE
33 PEER Parechovirus 1 358 Bk IR RN
Rhinovirus sp.
34 RSVAIARER # RSvirus B 35:E | 1-4i% |MHEEIRLVER
35 RSAILR fifisk RSvirus B 32:B | 1-4F% |MBEERLVE
36 FREX Parainfluenzavirus 3 33/ |1k |REERL VR
37 RS A JL R fiE RSvirus B 34 |1k |EEERLVE
38 FEROOF VIV AREIE SARS-CoV-2(PQ.17) 328 |70 |REEHELVE
39 FEROOF O AREE SARS-CoV-2(/7 / L\ HT I FE - RE) 328 |704 |MREEHILVE




40 FEOOF VAL AR SARS-CoV-2(NB.1.8.1) 33 |40% |MHEEHILVE
41 AEERER Rhinovirus sp. 338 [20% |MEEEIKLVR
42 FEOOF VAL AR SARS-CoV-2(%"/ LT $IFE I BE) 33 |40% |MHEEHRILVE
43 FEOOF VAL RELAE SARS-CoV-2(NB.1.8.1) 348 [30% |MREEHLVE
44 FEOOF VAL AR SARS-CoV-2(NB.1.8.1) 348 |50%  |MHEEHILVE
45 FEOOF VAL RAREESE SARS-CoV-2(PQ.25) 3458 |40% |MREEHRLVE
46 FEOOF VAL AR SARS-CoV-2(PQ.2.1) 358 |70% |MHEEHRILVE
47 FEOOF VAL RELAE SARS-CoV-2(NB.1.8.1) 358 |10t |MEEEHLVE
48 SELESER SARS-CoV-2(PQ.2) 358 |20% |MHBEHILVE
49 COVID-19 SARS-CoV-2(NB.1.8.1) 3158 |40% |MREEHRLVE
50 COVID-19 SARS-CoV-2(PQ.13) 32;8 |50f% |MHBEHEILVE
51 AT UHFAR Influenza virusA(H1pdm09) 32;8 |40f% |MHBEHILVE
52 ARI Parainfluenzavirus 3 338 |60t |MHEEILVE
53 COVID-19 SARS-CoV-2(PQ.25) 338 |70% |MEEEHRLVE
54 COVID-19 SARS-CoV-2(PQ.17) 348 |80t |MHEEHILVE
55 COVID-19 SARS-CoV-2(PQ.8.1) 348 60X |MHBERILVE
56 COVID-19 SARS-CoV-2(%7"/ LR HTHIE AN BE) 348|508 |MHEERILVE
57 COVID-19 SARS-CoV-2(PQ.2) 348 20X |MHBEHILVE
58 COVID-19 SARS-CoV-2(PQ.17) 358 [30% |MHEEHEILVE
59 COVID-19 SARS-CoV-2(PQ.17) 358 |60f% |MHBERILVE
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