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R8.2 Parainfluenzavirus 1 R8.1 SHLERER 2% E: 2MREEI VR
R8.2 Influenza virusA(H3) R8.1 AVTILIUHA 145% 5 SIREER VR
R8.2 Rhinovirus sp. R8.1 SHERERX 1% 2 IHEEH L VR

SARS-CoV-2(PQ.2)
R8.2 R8.1 COVID-19% & iF 173% L8 SIRER VK
Rhinovirus sp.
R8.2 Influenza virusB(E 7 ~1) 7 R #f) R8.1 AV 7ILIUHB 1% 5 SIRGER VK
R8.2 Influenza virusB(E 77 ~1) 7 % #f) R8.1 SEIREEE 2 135 5 SIREBR LK
R8.2 Influenza virusA(H3) R8.1 AUTILIUHA 125% % SIRER R
R8.2 Rhinovirus sp. R8.1 AV7IIUHB, At E&ER 8 8 SIREER R
R8.2 Influenza virusB(E 7 ~1) 7 R #f) R8.1 SR EE 2% 9wk 5 SIRER R
R8.2 Rhinovirus sp. R8.1 /8794)LR 64 A 8 IREEKL V&
R8.2 Rhinovirus sp. R8.1 SEIFEEE 2% 9wk 5 IREERL V&
R8.2 Rhinovirus sp. R8.1 Rk 5i% Z IHEEH L VR
R8.2 Rhinovirus sp. R8.1 SNHEE % 15% z IREEHRIL VAR
R8.2 Human Metapneumovirus R8.1 SEXR 104 A L IHEEH L VR
R8.2 Rhinovirus sp. R8.1 FREX 178 5 IHEEH L VR
R8.2 Rhinovirus sp. R8.1 EREHR 54 R B IREEHRIL VR
R8.2 SARS-CoV-2(PQ.17) R8.1 COVID-19 157% 5 IREEHRIL VAR
R8.2 RSvirus B R8.1 RSA JLRRKLSE 5% B IREEHRIL VR
R8.2 SARS-CoV-2(RC.1) R8.1 COVID-19 17 H 5 IREEHL VR
Parainfluenzavirus 4
R8.2 Rhinovirus sp. R8.1 hE % 175% 5 IHEEHLVE
Adenovirus 2

R8.2 RSvirus B R8.1 RSOAILR 2% z I EEER{ AV
R8.2 Influenza virusB(E 2 1) 7 %) R8.1 MREX % 5% z IREEHRIL VR
R8.2 Rhinovirus sp. R8.1 FTREX 1% z IHEEH L VR
R8.2 Rhinovirus sp. R8.1 [EX® 6~ A 5 IREEKL ViR
R8.2 Norovirus GI.17(P17] R8.1 B ERR(/0O) 3% z #E
R8.2 Human herpesvirus 3 R8.1 KiE 13% 5 KERNRE
R8.2 RSvirus B R8.1 RSAJL R LSE 2% 8 IREEHRIL VR
R8.2 RSvirus B R8.1 RS™A JL AR E 5% z IREEKL V&
R8.2 RSvirus A R8.1 RSA JL R LSE 2i% z IREEHRIL VR
R8.2 RSvirus B R8.1 RS™A JL AR E 2i% z IREEKL V&
R8.2 Norovirus G I .4[P16] R8.1 REMERHX(/O) 4% L8 #5E
R8.2 RSvirus B R8.1 RS™A JL AR IE 7% z IREE4KL V&
R8.2 Norovirus GII.17(P17] R8.1 REMEHX(/O) 6% 2} #HF
R8.2 Rotavirus group A.G3 R8.1 O34 )L ARG & 6% E:] #E
R8.2 Norovirus GII.17(P17) R8.1 ORI ABRER Q@FT/I71ILABEBX 135% z EE
R8.2 Influenza virusA(H1pdm09) R8.1 A TILIUHA 587% 8 IHEEH L VR
R8.2 SARS-CoV-2(PQ.2) R8.1 FEOOFT AV RERAE 17% 5 IREEKL ViR
R8.2 Influenza virusB(E 77 ~1) 7 R #f) R8.1 AV 7ILIUHB 167% 5 IREEKL V&
R8.2 SARS-CoV-2(PQ.2.8.1) R8.1 HEOOF VA IV AR 707% z IREEHRIL VR
R8.2 Adenovirus 54 R8.1 EKC 6% 8 fEER &
R8.2 Adenovirus 54 R8.1 RATHEAREE X 47m% 8 RERO&
R8.2 Adenovirus 54 R8.1 EKC 707% 8 fEER &
R8.2 Influenza virusB(E 27 ~1) 7 R #f) R8.1 AV 7ILIUHB 1% 5 IREE4KL V&
R8.2 SARS-CoV-2(PQ.2.8.1) R8.1 COVID19 4i% 5 IREEHIL VR




R8.2 Influenza virusB(E 7+ 7 %) R8.1 FluA 145% 8 IREEKL V&
R8.2 Influenza virusA(H3) R7.12 AV TILIUHA 287% 5 IREEHRIL VR
R8.2 Influenza virusA(H3) R7.12 SEHEREEREK 297% z IREEHRIL VAR
R8.2 Influenza virusB(E 27 ~1) 7 R f) R8.1 A2 7ILITUHB 175% 5 R EEER AV
R8.2 SARS-CoV-2(RC.1) R8.1 COVID19 517% B REEKL V&
R8.2 Influenza virusB(E 77 +1) 7 R f) R8.1 A 7ILITUHB 135% z IREEHRIL VR
R8.2 Influenza virusA(H3) R8.1 AV TILIUHA 615% z I EEER AV
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